Primer Sequences F/R
ALR21 GCCGCITTCTAGAGAATTGGCCCTACCAATT F
ALR24 CCAAGACTACTTTATTAATCCACGTATTITCATCGC R
ALR26 CGGCCGCTACTAGTAATTICTCACCAATAAAAAAC R
ALR25 GATTAATAAAGTAGTCTTGGACTCCTGTTGATAGATC F
ALR32 CCTGCAGCGGCCGCTACTAGTAATTC R
ALR33 GCATCTTGTCGTICATCGTICTITGTAGTICCATC R
ALR34 GITGCCGCTTGCATCTAGTATITCTCCTCTTTC R
ALR35 GAGAAATACTAGATGCAAGCGGCAACTGTT F
ALR38 CCAATAAATTAGTICTGCAGCGGCCGCTAC R
ALR39 GTGTGACTCTAGTAAAGTGGCACTGCCAAT R
ALR40 GCTTGCATCTAGTAGTCCTGTGTGACTCTAGTAAAG R
ALR41 CAGGACTACTAGATGCAAGCGGCAACT F
ALR42 GCTTGCATCTAGTACTITCCTGTGTGACTCTAGTAAAG R
ALR43 GGAAAGTACTAGATGCAAGCGGCAACTGTT F
ALRR44 TCCTGTGTGACTCTAGTAGCTAGCACTGTAC R
ALR45 GCTTGCATCTAGTAGTCCTGTGTGACTCTAGTAG R
ALR46 GCTTGCATCTAGTACTITCCTGTGTGACTCTAGTAG R
ALR47 CTTTGCTCATCTAGTAGTCCTGTGTGACTCTAGTAAAG R
ALR48 CACAGGACTACTAGATGAGCAAAGGAGAAGAAC F
ALR49 CCAAGACTACTITATTAAGGCCTTTTGTAGAGCTCATC R
ALR50 GCCTTAATAAAGTAGTCTTGGACTCCTGTTGATAGATC F
VF2 TGCCACCTGACGTICTAAGAA F
HAS2 TGATATITCAATCCTAGATAATTACCC F
HAS3 CATTCCGAAGCCATIGTTAG R
HAS4 GITAAACACCCGGCTIGAC F
HAS5 CITCCGGGTACATACGTTIC R
HAS6 CTACAAAGCGCCAIGITG F
HAS7 CGTICAGGCTIGTICCAAC R
HAS8 CGAGAGCATCAAGAACAAC F
HAS9 CCAGGCTGTAGTICGAAC R
HAS10 GATCACTGAAACGCTGACC F
HAST1 CCAGCCCCGGTTTATTIG R



HAS1T3
HAS14
HAST5
HAST6
HAS17
HAS18
HAST9
VR
GEMOO1
GEMO002
GEMO003
GEMO004
GEMO05
GEMO06
GEMO007
GEMO008
GEMO09
GEMO10
GEMOT11
GEMO12
GEMO13
GEMO14
GEMO15
GEMO16
GEMO17
GEMO18
GEMO19
GEMO020
GEMO21
GEMO022
GEMO023
GEMO024

CAGGCGTCCAACGCTC

CAAACGGCCGGTIGATG

TGATGCCGGGGAGATIC

GGAAAAACACCTIGGCCAG

CATITATCAGGGTTATTIGTCTCATG

GGCGAACTICTTACTCTICG

GATTACGITCGTICCATAGTTG

ATTACCGCCTITGAGTIGAGC

GTITTICTTCGAATTICGCGGCCG

CCGGATGAAAAACATAAATGCCGACG
GCCCATACTITAAAAATTACCCATACGATGTTCCAGATTACGCTTAACAAATAAAACG
CGICGGCATITATGTITITCATCCGG
CGITTTATITGTTAAGCGTAATCTGGAACATCGTATGGGTAATTTITAAAGTATGGGC
GITTICTTCCTGCAGCGGCCGCTACTAGTACGGGGTACCCCGTATAAACGCAGAAAGGCCC
GTTTICTTCGAATICGCGGCCG

CGGATTITTTIGGCAATTCCATCGG
CGCTTTAGTAGCITACCCATACGATGITCCAGATTACGCTITAACCAGGCATC
CCGATGGAATTGCCAAAAAATCCG
GATGCCTIGGITAAGCGTAATCTGGAACATCGTATGGGTAAGCTACTAAAGCG
GTTTICTTCCTGCAGCGGCCGCTACTAGTACGCGGATCCGCGTATAAACGCAGAAAGGCCC
GTTTCTTCGAATICGCGGCCG

GCAAGTCCTAAGACGCCAATCG
GATAATCCAATCGAATACCCATACGATGTITCCAGATTACGCTTAACAAATAAAACG
CGATTGGCGICTTAGGACTTGC
CGITTTATITGTTAAGCGTAATCTGGAACATCGTATGGGTATTCGATTGGATTATC
GTTTICTTCCTGCAGCGGCCGCTACTAGTATCCCCCCGGGGGGATATAAACGCAGAAAGGC
GTTTCTTCGAATTCGCGGCCG

CCAATTCTTGTTIGAATTAGATGGTIGATGITAATGG
GGATGAACTATACAAATAACAAATAAAACGAAAGGC
CCATTAACATCACCATCTAATTCAACAAGAATIGG
GCCTITCGTTTTATTTGITATTIGTATAGTTCATCC
GTITCITCCTGCAGCGGCCGCTACTAGTATATAAACGCAGAAAGGCCC
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